ters in Part 3, on in situ conservation for disease resistance, appears to be misplaced; it fits better with the concept-orientated accounts in Part 2. There are 36 contributors, representing 14 countries from all five continents; eight of the chapters are co-authored by one or more of the editors. Over 800 references are cited, including many from the 1990s. There is a detailed index.
The title of the book will appeal to two main audiences with overlapping interests: (i) those concerned with conserving plant genetic resources for human exploitation, mainly for agricultural and medicinal development, and (ii) those involved with conserving plant genetic diversity in its widest sense, irrespective of any tangible economic value. Several of the chapters in Part 2 of the book will appeal to both audiences. The book's subtitle emphasizes its concern with developing protocols and methodologies for in situ conservation, including establishment of genetic reserves for conserving variation in wild relatives of cultivated species, as well as on-farm conservation of land races of the crops themselves. Advantages ascribed to in situ conservation include facilitation of continuing adaptive evolution in response to pests and diseases, and circumventing difficulties of cultivating recalcitrant and vegetatively propagated species. Few would disagree with these sentiments, and the book makes a convincing plea for increased emphasis on in situ conservation to complement the attention given to cx situ conservation, mainly by seed banking, that developed during the 1960s and 1970s.
The content of the book is clearly presented. Each chapter has sufficient background information to be freestanding and intelligible without recourse to other texts. This does mean, however, that some well-trodden ground is included, especially in some of the chapters in Part 2. As with many multi-author texts, there are a few inconsistencies between chapters; for example on-farm conservation is referred to as circa situ in the forestry chapter but in situ elsewhere. Authorities for latin names are inconsistently given, both within and between chapters. I noticed less than a dozen typographical and other minor errors. Diagrams and tables are clear and concise.
For students and practitioners of plant breeding and crop conservation, this book provides a valuable supplement to broader texts such as The Conservation of Plant Biodiversily (Frankel et al., 1995) . Those more concerned with endangered plant species per Se still await a replacement for the already somewhat dated Genetics and Conservation of Rare Plants (Falk & Holsinger, 1991 The Genetical Society of Great Britain Book reviews amount of historical background, a description of the technique and a troubleshooting section. Each chapter closes with reference lists which are pretty much up-todate with several 1995 titles. This style was both easy to read and followexactly what one requires from a manual of this nature. The first chapter covers basic molecular biology. As an experienced molecular biologist I found it helpful to have all the basic material contained within this initial chapter to prevent repetition later. Indeed researchers new to this area may also find it helpful to have the majority of the basic material within one place. It certainly saves having to move from one section to another. The editor stated that the manual is targeted 'towards a wide range of people with different levels of experience', and this aim is, in the main, fulfilled. However, when the manual was shown to a colleague with little knowledge of this area he did comment that texts like this could never be basic enough for his liking.
At the beginning of the second chapter 1 became a little worried as the schematic diagram of a PCR reaction in no way aided the understanding of the text. However, this concern was short-lived as the 'use of PCRs in Plant Molecular Biology' section rapidly became a mine of information within this area. It was nice to see the authors suggest suitable computer software that could be used to design PCR primers. In addition various helpful hints and useful tables (e.g. the nucleotide sequences of PCR primers for the various plant marker genes on page 70) were liberally scattered throughout the text. This information can be easily obtained elsewhere but it is nice to see it brought together within one text.
On to Chapter 3 -if there was something that spoilt this manual then it was here. Once you start to spot typographical errors of the nature exemplified on pages [195] [196] you begin to get that worrying feeling of just how many others are present that you might not be spotting. Spelling Whatman incorrectly at first (as Whatmann) on page 195 was corrected by the very next page. However, on the same page I was intrigued as to exactly how you are expected to use 1.5 microfuge tubes! These errors may seem amusing but they ought to have been spotted at the proof reading stage. These particular errors are unlikely seriously to affect an experiment but there remain nagging doubts that if these errors had crept through then how many others persisted, for example in the volumes or concentrations stated within the methods sections. However, these errors notwithstanding, many of the sections were excellent, both informative and up-to-date. This is best demonstrated by there being a section on the relatively new technique of cloning differentially expressed cDNAs by using Differential-Display Reverse Transcriptase Polymerase Chain Reaction (DDRT-PCR).
Overall, this manual deserves to be highly recommended due, in particular, to the clarity of the writing. It joins the market place (at a reasonable price of £42) where the only significant opposition comes from one other manual. I am sure that this manual will be The major theme of this book is refinements to existing technologies and recently innovated technologies for the isolation and partial characterization of genes. The topics are particularly pertinent to the functional analysis phase of the human genome project given the identification of large numbers of cDNAs via Expressed Sequence Tag studies. A restriction endonuclease-based differential display approach for identifying cDNAs of interest is detailed in chapter 3, whilst the isolation of full length cDNAs is described by chapters 6 and 7. Elsewhere is considered the characterization of cDNA-encoded proteins on the basis of protein-protein/ligand interaction (chapters 1 and 2), codon mutagenesis to study the relationship between protein structure and function (chapter 8), and the alteration of protein function by gene replacement (chapter 10).
The remainder of the articles is loosely divided into techniques of perhaps particular relevance to diagnostics, and procedures that are applicable to molecular biologists working in a spectrum of fields. Peptide nucleic acidbased purification techniques (chapter 4) are suited to the sequence-specific purification of DNA templates from clinical material, whilst PCR-SSCP analysis (chapter 13) remains a valuable tool for the detection of sequence variation in DNA samples. Of universal interest, are TA cloning (chapter 11), a PCR-based method for isolating genomic DNA flanking a known sequence (chapter 5), and a method combining restriction digestion with 'long PCR' to effect selective amplification of one of a group of homologous sequences (chapter 12). Volumes of this genre are normally a joy for the bench scientist because they elaborate on the nuances of experimental procedures and fill in the unwritten gaps so often present in scientific papers (indeed, there are few things more satisfying than being able properly to apply something that one has read to good effect in a short period of time). With few exceptions, this book fulfils the role of a good laboratory companion. Furthermore, the information is often usefully presented in combination with a review of variants of the procedure discussed. Chapter format is consistent throughout; a review of alternative approaches to a given technology is followed by a description of a specific procedure, preceding a section on trou-
